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TaxTree Explorer:
Provides a template to search in the 
Taxonomy Tree database (NCBI) which 
contains the names of all organisms, that 
are represented in the genetic databases 
with at least one nucleotide or protein 
sequence. 



  

5 search fields:
- organism (scientific name)
- synonym type
- synonym
- ID
- rank
with different search modes



  

For an explanation click on         to start the example.



  

The BRENDA taxonomy 
displays 5 different areas:
  - Search
  - Details
  - Results
  - Condensed Tree View
  - Tree View



  

 Results



  

 

If you click on a term in the 
result list or in one of the 
ontology trees all details of a 
result (aa-sequences, ID, found 
enzymes, and synonyms) are 
shown.



  

 

Choose one of the 149 enzymes 
(distinct EC numbers) found in 
BRENDA linked to Methanobacteria.



  

 

The "Tree View" presents an 
overview where results (terms 
marked with orange background) 
are located in the tree. The view is 
similar to a file browser. You can 
open and close "folders" by 
clicking on the + or -.



  

 

The "Condensed Tree View" 
is a shortened version of 
the "Tree View" for only one 
result and without any 
further ramifications. 



  

Ideas for BRENDA‘s 
improvement welcome !!!
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